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09/786130 

tP PCT/PTG 0 I MAR 2001 



SEQD^NCE LISTING 

<110> Kabushiki Kaisha HayashibaraV Seibutsu Kagaku Kenkyujo 

%120> Interleukin- 18-binding protein\ 

<140> PCT/JP98/05186 

<141> 1998-11-18 

<150> JP 247, 588/98 

-151> 1998-09-01 

<150> JP 327.914/98 

<151> 1998-11-18 

<160> 41 

<210> 1 

<211> 164 

<212> PRT 

<213> Homo sapiens 



<400> 1 

Thr Pro Val Ser Gin Thr Thr Thr Ala Ala Thr Ala Se^ Val Arg Ser 

1 5 10 \ 15 

Thr Lys Asp Pro Cys Pro Ser Gin Pro Pro Val Phe Pro \\la Ala Lys 

20 25 \30 

Gin Cys Pro Ala Leu Glu Val Thr Trp Pro Glu Val Glu vVl Pro Leu 

35 40 45 

Asn Gly Thr Leu Ser Leu Ser Cys Val Ala Cys Ser Arg Ph^ Pro Asn 

50 55 60 

Phe Ser He Leu Tyr Trp Leu Gly Asn Gly Ser Phe He Glu \lis Leu 
65 70 75 \ 80 

Pro Gly Arg Leu Trp Glu Gly Ser Thr Ser Arg Glu Arg Gly S^r Thr 

85 90 9^ 

Gly Thr Gin Leu Cys Lys Ala Leu Val Leu Glu Gin Leu Thr ?tA Ala 
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I OX) 105 110 

Leu His Ser Thr\Asn Phe Ser Cys Val Leu Val Asp Pro Glu Gin Val 

115 \ 120 125 

Val Gin Arg His Va\ Val Leu Ala Gin Leu Trp Ala Gly Leu Arg Ala 

130 \ 135 140 

Thr Leu Pro Pro Thr ftln Glu Ala Leu Pro Ser Ser His Ser Ser Pro 
145 19y0 155 160 

Gin Gin Gin Gly 

<210> 2 

<211> 165 

<212> PRT 

<213> Hus mus cuius 



<400> 2 
Thr Ser Ala 
1 

Asp Pro Cys 

Ala Leu Asp 
35 

Leu Thr Leu 
50 

Leu Tyr Trp 
65 

Leu Lys Glu 

Leu His Arg 

Thr Asn Phe 
115 

His He He 
130 

Pro Ser Gin 
145 

Gly Pro Gly 



Pro Gin Thr Thr Ala Yhr Val 

5 \ ^° 

Ser Ser Trp Ser Pro AlV Val 

20 25^ 

Val He Trp Pro Glu Lys (S^lu 

40 

Ser Cys Thr Ala Cys Ser Art 
55 

Leu Gly Asn Gly Ser Phe He 
70 

Gly His Thr Ser Arg Glu His 
85 90 
Ala Leu Val Leu Glu Glu Leu 
100 105 
Ser Cys Leu Phe Val Asp Pro 
120 

Leu Ala Gin Leu Trp Asp Gly 
135 

Glu Thr Leu Ser Ser His Ser 
150 

Val Ala 



Leu Thr Gly Ser 



Ser Lys 
15 

Tyr Pro 



Pro Thr Lys Gin 
30 

Val Pro Leu Asn Gly Thr 
45 

Phe Pro Tyr Phe Ser He 
60 

u His Leu Pro 

ArgXAsn Thr Ser 



Gly Arg 
80 

Thr Trp 

95 
Arg Ser 



Ser ?\o Thr Leu 
110 

Gly Gln\Val Ala Gin Tyr 
25 

Leu Lys tV Ala Pro Ser 
140 

Pro Val SerUrg Ser Ala 
155 \ 160 
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165 

<210> 3 

<211> 22 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> UNSURE 

<222> 6. . 8 

<223> "Xaa" means an ur^dentified amino acid. 
<220> 

<221> UNSURE 

<222> 11 

<223> "Xaa" means an unidentiVied amino acid. 
<220> 

<221> UNSURE 

<222> 13 

<223> "Xaa" means an unidentified ^mino acid. 
<220> 

<221> UNSURE 

<222> 16. . 17 

<223> "Xaa" means an unidentified amino 



<400> 3 

Thr Pro Val Ser Gin Xaa Xaa Xaa Ala Ala Xaa 

1 5 10 

Xaa Lys Asp Pro Cys Pro 
20 



k,la Xaa Val Arg Xaa 
15 



<210> 4 
<2H> 9 
<212> PRT 
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<Xl3> Homo sapiens 



Gly Ser Thr Gly Thr Gin Leu Cys Lys 
I \ 5 

<210> 5 

<211> 11 

<212> PRT 

<213> Homo ^^ap lens 

<400> 5 

Glu Arg Gly Se\ Thr Gly Thr Gin Leu Cys Lys 
1 \ 5 10 

<210> 6 

<211> 8 

<212> PRT 

<213> Homo sapiens 



<400> 6 

Leu Trp Glu Gly Ser Thr Se] 
1 5 



Arg 



<210> 7 

<211> 15 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> UNSURE 

<222> 6. . 8 

<223> "Xaa" means an unidentified amino 



<220> 

<221> UNSURE 
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<222X 1 1 

<223> \Xaa" means an unidentified amino acid. 



'220> 

<221> UNSUI 

<222> 13 

<223> "Xaa" 



means an unidentified amino acid. 



<400> 7 

Thr Pro Val Ser O^ln Xaa Xaa Xaa Ala Ala Xaa Ala Xaa Val Arg 
1 \5 10 15 

<210> 8 

<211> 23 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> UNSURE 

<222> 14 

<223> "Xaa" means an unidentified amino acid. 
<220> 

<221> UNSURE 

<222> 17. . 18 

<223> "Xaa" means an unidentified 4mino acid. 



<400> 8 

His Val Val Leu Ala Gin Leu Trp Ala Gl^ Leu Arg Ala Xaa Leu Pro 

1 5 10\ 15 

Xaa Xaa Gin Glu Ala Leu Pro 
20 



<210> 9 
<2ll> 10 
<212> PRT 
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<213> ^omo sapiens 

<220> 

<221> UNSUJ 
<222> 8. . 9 

<223> "Xaa" m^ans an unidentified amino acid. 
M00> 9 

Ala Leu Val Leu (Mu Gin Leu Xaa Xaa Ala 
1 \ 10 



PI 

W 



a 
M 

q 



<210> 10 

<211> 29 

<212> PRT 

<213> Homo sapiens 

^220> 

<221> UNSURE 

<222> 13. . 15 

<223> "Xaa" means an unidentiVied amino acid. 
<220> 

<221> UNSURE 

<222> 17. . 18 

<223> "Xaa" means an unidentified kmino acid. 



<400> 10 

Ala Leu Val Leu Glu Gin Leu Thr Pro h%a Leu His Xaa Xaa Xaa Phe 

15 1(X 15 

Xaa Xaa Val Leu Val Asp Pro Glu Gin Val\al Gin Arg 
20 25 



<210> 11 

<211> 12 

<212> PRT 

<213> Homo sapiens 



i 
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<2'20> 

<22\> UNSURE 
< 22 2 AS 

<223> '\(aa" means an unidentified amino acid. 
<220> 

<221> UNSUR! 

<222> 10 

■^223> "Xaa" mea\)s an unidentified amino acid. 



€1 
© 

Ul 

Q 

t , : 

a 



<400> 11 

Gin Cys Pro Ala Xaa Xjlu Val Thr Trp Xaa Glu Val 
1 5 \ 10 

<210> 12 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Trp Glu Gly Ser Thr Ser Arg 
1 5 



<210> 13 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Leu Val Asp Pro Glu Gin 
1 5 



<210> 14 
<211> 7 
<212> PRT 
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<21s> Homo sapiens 
<400> \J4 

He Glu\llis Leu Pro Gly Arg 

5 

':210> 15 
<211> 4 
<212> PRT 

<213> Homo sapi^ens 



■-4 

ii : : 

m 

UJ 

d 

w 
PI 

p. 



<400> 15 
His Val Val Leu 
1 

<210> 16 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Glu Gin Leu Thr Pro Ala Leu 
1 5 



<210> 17 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 17 

He Glu His Leu Pro Gly Arg Leu 
1 5 



<210> 18 
<2H> 6 
<212> PRT 
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213^ 



lomo sapiens 



<220> 

<221> UNSUR1 

<222> 2 

<223> "Xaa" meVns an unidentified amino acid 

<220> 

<221> UNSURE 

-.222> 5 

<223> "Xaa" means a\i unidentified amino acid 

<400> 18 

Tyr Xaa Leu Gly Xaa Gl^ 
1 5 

<210> 19 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 19 
Phe Pro Asn Phe 
1 

<2I0> 20 

<211> 8 

<212> PRT 

<2I3> Homo sapiens 



<220> 

<221> UNSURE 

<222> 2 

<223> "Xaa" means an unidentified amino aciN 



<220> 
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<221>\ UNSURE 
<222> 

<223> "\aa" means an unidentified amino acid 
<220> 

<221> UNSURE 

<222> 7 

<223> "Xaa" n\eans an unidentified amino acid 

<400> 20 

Tyr Xaa Leu Gly ^aa Gly Xaa Phe 
1 \5 

<210> 21 

<211> 7 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> UNSURE 

<222> 4.-5 

<223> "Xaa" means an unidentified amino acid 

<400> 21 

Glu Val Thr Xaa Xaa Glu Val 
1 5 

<210> 22 

<211> 8 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> UNSURE 

•-■222:> 2 

<223> "Xaa" means an unidentified amino acid 
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<M0> 

<22\> UNSURE 
< 222X5 

<223> \(aa" means an unidentified amino acid 
<220> 

<221> UNSURI 
<222> 7 

<223> "Xaa" me^ns an unidentified amino acid 
<400> 22 

Tyr Xaa Leu Gly Xak Gly Xaa Phe 
1 5 

<210> 23 

<211> 11 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> UNSURE 

<222> 1..2 

<223> "Xaa" means an unidentifiecK amino acid 
<220> 

<221> UNSURE 

<222> 5. . 6 

<223> "Xaa" means an unidentified amino\acid 

<400> 23 

Xaa Xaa Val Ala Xaa Xaa Arg Phe Pro Asn Phe 
1 5 10 



<210> 24 
<211> 8 
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<212X PRT 

<213> JJus musculus 
<400> 24 

Leu Lys Gl\u Gly His Thr Ser Arg 
1 \ 5 

<210> 25 

<211> 11 

<.212> PRT 

<213> Mus musculi\s 
<220> 

<221> UNSURE 

<222> 4 

<223> "Xaa" means an uni^dentif ied amino acid 

<400> 25 

Glu His Arg Xaa Thr Ser Thr\Trp Leu His Arg 
1 5 \ 10 

<210> 26 

<211> 10 

<212> PRT 

<213> Mus musculus 
<220> 

<221> UNSURE 

<222> 4 

<223> "Xaa" means an unidentified amino 



<220> 

<221> UNSURE 

<222> 8 

<223-- "Xaa" means an unidentified amino acid. 
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<400V 26 

Glu h\s Arg Xaa Thr Ser Thr Xaa Leu His 

1 \ 5 10 

<210> 27 

<211> 13 

<212> PRT 

<213> Mus musbulus 



m 
m 

W 

G 
Q 

m 

H 

e 



<220> 

<221> UNSURE 

<222> 1..8 

<223> "Xaa" means £^|^ unidentified amino acid. 

<400> 27 

Xaa Xaa Xaa Xaa Xaa Xa^ Xaa Xaa Ala Val Pro Thr Lys 
1 5 \ 10 

<210> 28 

<211> 12 

<212> PRT 

<213> Mus musculus 



<400> 28 

Ala Leu Val Leu Glu Glu Leu Ser\Pro Thr Leu Arg 
1 5 \ 10 

<210> 29 

<211 > 7 

<212> PRT 

<213> Mus musculus 



<400> 29 

He Glu His Leu Pro Gly Arg 
1 5 
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<210V 30 

<2I2> PfiT 
<213> Mus musculus 



m 

H 

n 
hi 
o 

N 
Q 



;220 > 

<221> UNSURE\ 

<222> 1 

<223> "Xaa" meEKns an unidentified amino acid. 

<400> 30 

Xaa Asp Gly Leu Ly^Thr 
1 5 

<210> 31 

<211> 4 

<212> PRT 

<213> Mus musculus 

<400> 31 
His lie lie Leu 
1 



<210> 32 

<211> 492 

<212> DNA 

<213> Homo sapiens 
<22D> 

<221> mat peptide 

<222> 1. . 492 



<400> 32 

aca cct gtc teg cag acc acc aca get gcc act gcc tc^gtt aga age 

Thr Pro Val Ser Gin Thr Thr Thr Ala Ala Thr Ala Ser \al Arg Ser 

1 5 10 \ 15 



48 
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aca aag Vac ccc tgc ccc tec cag ccc cca gtg ttc oca gca get aag 
Thr Lys aXp Pro Cys Pro Ser Gin Pro Pro Val Phe Pro Ala Ala Lys 
20 25 30 



96 



cag tgt cca gc^^ ttg gaa gtg acc tgg cca gag gtg gaa gtg cca ctg 
Gin Cys Pro AlaVeu Glu Val Thr Trp Pro Glu Val Glu Val Pro Leu 
35 \ 40 45 



144 



m 

W 

m 

w 

p 

p 



aat gga acg ctg agcVta tec tgt gtg gcc tgc age cgc ttc ccc aac 192 
Asn Gly Thr Leu Ser l\u Ser Cys Val Ala Cys Ser Arg Phe Pro Asn 
50 \ 55 60 

ttc age ate etc tac tgg e\g ggc aat ggt tee ttc att gag cac etc 240 
Phe Ser He Leu Tyr Trp Le\Gly Asn Gly Ser Phe He Glu His Leu 
65 70 \ 75 80 

cca ggc cga ctg tgg gag ggg agA. acc age egg gaa cgt ggg age aca 288 
Pro Gly Arg Leu Trp Glu Gly Ser^hr Ser Arg Glu Arg Gly Ser Thr 
85 \ 90 95 

ggt acg cag ctg tgc aag gcc ttg gtgXctg gag cag ctg acc cct gcc 336 
Gly Thr Gin Leu Cys Lys Ala Leu Val l\pu Glu Gin Leu Thr Pro Ala 
100 105 \ 110 



ctg cac age acc aac ttc tec tgt gtg etc atg gac cct gaa cag gtt 
Leu His Ser Thr Asn Phe Ser Cys Val Leu VeNl Asp Pro Glu Gin Val 
115 120 \ 125 



384 



gtc cag cgt cac gtc gtc ctg gee cag etc tgg gc\ ggg ctg agg gca 
Val Gin Arg His Val Val Leu Ala Gin Leu Trp Ala\Gly Leu Arg Ala 
130 135 140 



432 



acc ttg ccc ccc acc caa gaa gcc ctg ccc tec age cac \gc agt cca 
Thr Leu Pro Pro Thr Gin Glu Ala Leu Pro Ser Ser His sV Ser Pro 
145 150 155 \ 160 



480 
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# 



cag c^g cag ggt 
Gin GlVcin Gly 



492 




&■ 

m 

m 

H 

a 



<210> 33 

<211> 495 

<212> DNA 

^213> Mus inus(Vlus 
<220> 

<221> mat peptide^ 

<222> 1..495 

<400> 33 

aca tct gca cct cag ack act gcc act gtc tta act gga age tea aaa 

Thr Ser Ala Pro Gin ThrVhr Ala Thr Val Leu Thr Gly Ser Ser Lys 

1 5 \ 10 15 

gac cca tgc tct tec tgg tctXcca gca gtc cca act aag cag tac cca 
Asp Pro Cys Ser Ser Trp Ser Wo Ala Val Pro Thr Lys Gin Tyr Pro 
20 \ 25 30 

gca ctg gat gtg att tgg cca gaa \aa gaa gtg cca ctg aat gga act 
Ala Leu Asp Val He Trp Pro Glu l\s Glu Val Pro Leu Asn Gly Thr 
35 40 \ 45 



48 



96 



144 



ctg acc ttg tec tgt act gee tgc age eke ttc ecc tac ttc age ate 
Leu Thr Leu Ser Cys Thr Ala Cys Ser Ark Phe Pro Tyr Phe Ser He 
50 55 \ 60 



192 



etc tac tgg ctg ggc aat ggt tec ttc att gaa eac ett cca ggc egg 
Leu Tyr Trp Leu Gly Asn Gly Ser Phe He Glu\iis Leu Pro Gly Arg 
65 70 75 \ 80 



240 



ctg aag gag ggc cac aca agt cgc gag cae agg aac Vca age acc tgg 
Leu Lys Glu Gly His Thr Ser Arg Glu His Arg Asn T\r Ser Thr Trp 



288 



85 
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90 



95 



ctg cac \gg gcc ttg gtg ctg gaa gaa ctg age ccc acc eta ega agt 
Leu His AiVg Ala Leu Val Leu Glu Glu Leu Ser Pro Thr Leu Arg Ser 
aOO 105 110 



336 



acc aac ttc tea tgt ttg ttt gtg gat cct gga caa gtg gcc cag tat 
Thr Asn Phe SerVys Leu Phe Val Asp Pro Gly Gin Val Ala Gin Tyr 
115 \ 120 125 



384 



cac ate att ctg gcc\cag etc tgg gat ggg ttg aag aca get ccg tec 
His He lie Leu Ala G^n Leu Trp Asp Gly Leu Lys Thr Ala Pro Ser 
130 \ 135 140 



432 



cct tct caa gaa acc etc 
Pro Ser Gin Glu Thr Leu 
145 150 



;t age cac age cca gta tec aga tea gca 
Ser His Ser Pro Val Ser Arg Ser Ala 
155 160 



480 



w 

^ 

G 



ggc cca ggg gtt gca 
Gly Pro Gly Val Ala 
165 

<210> 34 
<211> 411 
<212> DNA 

<213> Homo sapiens 



495 



<400> 34 

aca cct gtc teg cag acc ace aca get gcc ac\ gcc tea gtt aga age 

Thr Pro Val Ser Gin Thr Thr Thr Ala Ala Thr\\la Ser Val Arg Ser 

1 5 10 \ 15 



48 



aca aag gac ccc tgc ccc tec cag ccc cca gtg ttc\cca gca get aag 
Thr Lys Asp Pro Cys Pro Ser Gin Pro Pro Val Phe Rro Ala Ala Lys 
20 25 \ 30 



96 
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/ 



cag tgtSi cca gca ttg gaa gtg acc tgg cca gag gtg gaa gtg cca ctg 
Gin Cys\ro Ala Leu Glu Val Thr Trp Pro Glu Val Glu Val Pro Leu 

40 45 



144 



aat gga acg Oytg age tta tec tgt gtg gee tge age cge ttc ece aac 
Asn Gly Thr Le\i Ser Leu Ser Cys Val Ala Cys Ser Arg Phe Pro Asn 
50 \ 55 60 



192 




c 

m 
m 

UJ 

s 
w 
a 

fa 



ttc age ate etc taic tgg ctg ggc aat ggt tec ttc att gag cac etc 240 
Phe Ser He Leu TyrNlrp Leu Gly Asn Gly Ser Phe lie Glu His Leu 
65 \o 75 80 

cca ggc cga ctg tgg gag Vgg age ace age egg gaa cgt ggg age aca 288 
Pro Gly Arg Leu Trp Glu G\y Ser Thr Ser Arg Glu Arg Gly Ser Thr 
85 \ 90 95 

ggt acg cag ctg tgc aag gee tt\g gtg ctg gag cag ctg ace cct gee 336 
Gly Thr Gin Leu Cys Lys Ala LeuXVal Leu Glu Gin Leu Thr Pro Ala 
100 \05 110 

ctg cac age acc aac ttc tec tgt gtg\ctc gtg gae ect gaa cag gtt 384 
Leu His Ser Thr Asn Phe Ser Cys Val I\eu Val Asp Pro Glu Gin Val 
115 120 \ 125 



gtc cag cgt cac gtc gtc ctg gcc cag 
Val Gin Arg His Val Val Leu Ala Gin 
130 135 



411 



<210> 35 

<211> 216 

<212> DNA 

<213> Homo sapiens 



<400> 35 

tgtgtgactg gagaagagga cgttgtcaca gataaagagc caggctcac 



agctcctgae 



60 



# 
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gcatgca\{;c atg acc atg aga cac aac tgg aca cca gac etc age cct ttg 111 
Met Thr Met Arg His Asn Trp Thr Pro Asp Leu Ser Pro Leu 
1 5 10 

tgg gte etg Vte ctg tgt gee eac gtc gtc aet etc ctg gtc aga gee 159 
Trp Val Leu V^u Leu Cys Ala His Val Val Thr Leu Leu Val Arg Ala 
15 \ 20 25 30 




m 

m 



a 



aca cct gtc teg cag acc acc aca get gcc act gcc tea gtt aga age 
Thr Pro Val Ser G\n Thr Thr Thr Ala Ala Thr Ala Ser Val Arg Ser 
z\ 40 45 

aca aag gac 
Thr Lys Asp 

<210> 36 
<211> 234 
<212> DNA 

<213> Homo sapiens 
<400> 36 

ttc tec tgt gtg etc gtg gac cct g^a cag gtt gtc cag cgt cac gtc 
Phe Ser Cys Val Leu Val Asp Pro gA Gin Val Val Gin Arg His Val 
1 5 \ 10 15 



207 



216 



48 



gtc ctg gee cag etc tgg get ggg ctg agk gea ace ttg ccc ccc acc 
Val Leu Ala Gin Leu Trp Ala Gly Leu ArgVla Thr Leu Pro Pro Thr 
20 25 V 30 



96 



caa gaa gcc ctg ccc tec age cac age agt cca Vag cag cag ggt 
Gin Glu Ala Leu Pro Ser Ser His Ser Ser Pro G\n Gin Gin Gly 
35 40 \ 45 



141 



taagactcag cacagggcea gcageagcac aaccttgacc agagc\ttggg tcetacctgt 201 



ctacctggag tgaacagtec ctgactgect gta 



234 



\ 
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<210> 

<211> 74^ 

<212> DNA 

<213> Homo sapiens 




H 

m 

01 

P 

M 

H 



\ 



-220^ 

<221> mat peptide 
<222> 160. .65 1 

<400> 37 

tgtgtgactg gagaagagga \cgttgtcaca gataaagagc caggctcacc agctcctgac 60 

gcatgcatc atg acc atg ara cac aac tgg aca cca gac etc age cot ttg 111 
Met Thr Met Arg\His Asn Trp Thr Pro Asp Leu Ser Pro Leu 
-30 \ -25 -20 

tgg gtc ctg etc ctg tgt gee Aac gtc gtc act etc ctg gtc aga gee 159 
Trp Val Leu Leu Leu Cys Ala h\s Val Val Thr Leu Leu Val Arg Ala 
-15 -10 \ -5 

aca cet gtc teg cag acc acc aca g\t gee act gcc tea gtt aga age 207 
Thr Pro Val Ser Gin Thr Thr Thr Ala\Ala Thr Ala Ser Val Arg Ser 
1 5 \10 15 



aca aag gac cec tgc ccc tec cag ccc cca\gtg ttc cca gca get aag 
Thr Lys Asp Pro Cys Pro Ser Gin Pro Pro V\al Phe Pro Ala Ala Lys 
20 25 \ 30 



255 



cag tgt cca gca ttg gaa gtg acc tgg cca gag gstg gaa gtg cca ctg 
Gin Cys Pro Ala Leu Glu Val Thr Trp Pro Glu Veii Glu Val Pro Leu 
35 40 Vs 



303 



aat gga acg ctg age tta tec tgt gtg gee tgc age egV ttc ccc aac 351 
Asn Gly Thr Leu Ser Leu Ser Cys Val Ala Cys Ser Arg\Phe Pro Asn 
50 55 60 
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ttc \gc ate etc tae tgg ctg ggc aat ggt tec ttc att gag cac etc 
Phe Se^ He Leu Tyr Trp Leu Gly Asn Gly Ser Phe lie Glu His Leu 
65 \ 70 75 80 



399 



eca ggc cgaNctg tgg gag ggg age ace age egg gaa cgt ggg age aca 
Pro Gly Arg l\u Trp Glu Gly Ser Thr Ser Arg Glu Arg Gly Ser Thr 
85 90 95 



447 



m 

O 



ggt acg cag ctg t^c aag gcc ttg gtg ctg gag cag ctg acc cct gcc 495 

Gly Thr Gin Leu Cy'fe Lys Ala Leu Val Leu Glu Gin Leu Thr Pro Ala 

100 \ 105 110 

ctg cac age acc aac ti\c tec tgt gtg etc gtg gac cct gaa cag gtt 543 

Leu His Ser Thr Asn PhdVSer Cys Val Leu Val Asp Pro Glu Gin Val 

115 \ 120 125 

gtc cag cgt cac gtc gtc ctAgcc cag etc tgg get ggg ctg agg gea 591 

Val Gin Arg His Val Val Leu \la Gin Leu Trp Ala Gly Leu Arg Ala 

130 135 \ 140 



acc ttg ccc ccc acc caa gaa gcc c\tg ccc tec age cac age agt eca 
Thr Leu Pro Pro Thr Gin Glu Ala Le\i Pro Ser Ser His Ser Ser Pro 
145 150 \ 155 160 



639 



cag cag cag ggt taagactcag cacagggcca 
Gin Gin Gin Gly 



icagcagcac aacc t tgacc 



691 



agagcttggg tcctacctgt ctacctggag tgaacagtcG ctgactgcct gta 



744 



<210> 38 

<211> 351 

<212> DNA 

<213> Mus musculus 



<400> 38 
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gca gtcVca act aag cag tac cca gca ctg gat gtg att tgg cca gaa 
Ala Val pVo Thr Lys Gin Tyr Pro Ala Leu Asp Val He Trp Pro Glu 
1 \ 5 10 15 

aaa gaa gtg cca\.ctg aat gga act ctg acc ttg tec tgt act gcc tgc 
Lys Glu Val Pro \eu Asn Gly Thr Leu Thr Leu Ser Cys Thr Ala Cys 
20 \ 25 30 

age cgc ttc ccc tacVttc age ate etc tac tgg ctg ggc aat ggt tec 
Ser Arg Phe Pro Tyr me Ser lie Leu Tyr Trp Leu Gly Asn Gly Ser 
35 \ 40 45 

ttc att gag eac ett cca We egg ctg aag gag ggc cac aca agt cgc 
Phe He Glu His Leu Pro cVy Arg Leu Lys Glu Gly His Thr Ser Arg 
50 5^ 60 

gag cac agg aac aca age acc \gg ctg eac agg gee ttg gtg ctg gaa 
Glu His Arg Asn Thr Ser Thr TVp Leu His Arg Ala Leu Val Leu Glu 
65 70 \ 75 80 

gaa ctg age ccc acc eta ega agt a^c aac ttc tec tgt ttg ttt gtg 
Glu Leu Ser Pro Thr Leu Arg Ser TH\r Asn Phe Ser Cys Leu Phe Val 
85 \ 90 95 

gat cet gga caa gtg gee eag tat eac at^e att ctg gee cag etc tgg 
Asp Pro Gly Gin Val Ala Gin Tyr His lA He Leu Ala Gin Leu Trp 
100 105 \ 110 

gat ggg ttg aag aca \ 
Asp Gly Leu Lys Thr \ 
115 \ 

<210> 39 \ 

<211> 336 \ 

<212> DNA \ 

<213> Mus musculus \ 
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<400>\ 39 

ctgagAtta gagctccaag aagctattcg gggcttagga gccagaagct gactgctgcc 60 
tgcccttcc\ agaaggaggc tggcaagctg gcaaacggac tgttgcttcc cagaggaagt 120 



13 



en 

M 
W 

a 

Id 

cl 

H 
O 
H 



cacagacacc a^acttgctt gcaagtcatc atg acc atg aga cac tgc tgg aca 174 

Met Thr Met Arg His Cys Trp Thr 
1 5 

gca ggc ccc agt ^ct tgg tgg gtc ctg ctt ttg tat gtc cat gtc att 222 
Ala Gly Pro Ser S^r Trp Trp Val Leu Leu Leu Tyr Val His Val He 
10 \ 15 20 

ttg gcc aga gcc aca \ct gca cct cag aca act gcc act gtc tta act 270 
Leu Ala Arg Ala Thr sW Ala Pro Gin Thr Thr Ala Thr Val Leu Thr 
25 35 35 40 

gga age tea aaa gac cca tct tec tgg tet cca gca gtc eca act 318 
Gly Ser Ser Lys Asp Pro c\s Ser Ser Trp Ser Pro Ala Val Pro Thr 
45 \ 50 55 

aag cag tac cca gca ctg \ 336 

Lys Gin Tyr Pro Ala Leu 
60 



<210> 40 

<211> 253 

<212> DNA 

<213> Hus musculus 



<400> 40 

gat cct gga caa gtg gcc cag tat cac ate ktt ctg gcc cag etc tgg 
Asp Pro Gly Gin Val Ala Gin Tyr His He Il\e Leu Ala Gin Leu Trp 
1 5 10 \ 15 



48 



i 
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gat ggg ttg aag aca get ccg tec cct tct caa gaa acc etc tct age 
Asp GlyXLeu Lys Thr Ala Pro Ser Pro Ser Gin Glu Thr Leu Ser Ser 
20 25 30 



96 



cac age ceaXgta tec aga tea gca gge cca ggg gtt gea taaagceaac 145 
His Ser Pro V^l Ser Arg Ser Ala Gly Pro Gly Val Ala 
35 \ 40 45 




o 

CO 

P 



o 
la 
q 



cacaccatga ccttgaccag agcctggctc tcatctacct ggagggtgga gtctacacca 205 

taggctgtga ttgcctt\ct gctgctgaac ctcaaactca agcttcac 253 

<210> 41 

<21I> 847 

<212> DNA 

<213> Mus musculus 

<220> 

<221> mat peptide 

<222> 235. . 729 

<400> 41 

ctgagcctta gagctccaag aagctattog gggcttagga gccagaagct gactgctgcc 60 



tgcccttccc agaaggaggc tggcaagctg Vcaaacggac tgttgcttcc cagaggaagt 120 



cacagacacc agacttgctt gcaagtcatc atV acc atg aga cac tgc tgg aca 174 

MetXThr Met Arg His Cys Trp Thr 
-25 



gca ggc ccc agt tct tgg tgg gtc ctg ctt Utg tat gtc cat gtc att 222 

Ala Gly Pro Ser Ser Trp Trp Val Leu Leu l\u Tyr Val His Val lie 

-20 -15 -iV -5 

ttg gcc aga gcc aca tct gca cct cag aca act gcc act gtc tta act 270 

Leu Ala Arg Ala Thr Ser Ala Pro Gin Thr Thr Ala\hr Val Leu Thr 
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10 



gga age tca\aaa gac cca tgc tct tec tgg tct eca gca gtc eca act 
Gly Ser Ser ft^s Asp Pro Cys Ser Ser Trp Ser Pro Ala Val Pro Thr 
15 \ 20 25 



318 



aag cag tac cca\gca ctg gat gtg att tgg eca gaa aaa gaa gtg eca 
Lys Gin Tyr Pro \la Leu Asp Val lie Trp Pro Glu Lys Glu Val Pro 
30 \ 35 40 



366 



ctg aat gga act ctgXacc ttg tec tgt act gee tgc age egc tte cce 
Leu Asn Gly Thr Leu Vhr Leu Ser Cys Thr Ala Cys Ser Arg Phe Pro 
45 Vo 55 60 



414 



tac ttc age ate etc tacXtgg ctg ggc aat ggt tee tte att gag eae 
Tyr Phe Ser lie Leu Tyr \rp Leu Gly Asn Gly Ser Phe He Glu His 
65 \ 70 75 



462 



P 



ctt cca ggc egg ctg aag gag Vgc cac aca agt cgc gag cac agg aac 510 

Leu Pro Gly Arg Leu Lys Glu G\y His Thr Ser Arg Glu His Arg Asn 

80 \ 85 90 

aca age acc tgg ctg cac agg gcc t'tg gtg ctg gaa gaa ctg age ccc 558 

Thr Ser Thr Trp Leu His Arg Ala Le\ Val Leu Glu Glu Leu Ser Pro 

95 1 00 \ 105 



acc eta ega agt acc aac ttc tec tgt ttgg ttt gtg gat ect gga caa 
Thr Leu Arg Ser Thr Asn Phe Ser Cys Led Phe Val Asp Pro Gly Gin 
110 115 \ 120 



606 



gtg gcc cag tat cac ate att ctg gcc cag etc tgg gat ggg ttg aag 
Val Ala Gin Tyr His He He Leu Ala Gin LeYi Trp Asp Gly Leu Lys 
125 130 135\ 140 



654 



aca get ccg tee cct tct caa gaa acc etc tct d\gc cac age cca gta 
Thr Ala Pro Ser Pro Ser Gin Glu Thr Leu Ser SeV His Ser Pro Val 



702 



» 
I 



p 

Si 

m 

m 

W 

m 



• 



145 



ttgcctttct gctgctgaac ctcaaactca ^gcttcac 




26/26 



150 



155 



tec aga tea gca gge cca gleg gtt gca taaagccaae cacaceatga 749 
Ser Arg Ser Ala Gly Pro Gl\ Val Ala 
160 \ 165 

ccttgaecag agcetggctc tcatctac\t ggagggtgga gtctacacca taggctgtga 809 



847 



